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Bird Flu: A recent threat to human health
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Description:
With more than 100 million birds either dead from
infection or culled, the present outbreak of avian influenza
in Asia is unprecedented in size. Influenza virus belongs to
the viral family, Orthomyxoviridae having single-stranded
RNA genome in an enveloped virion. These viral particles
are pleiomorphic and many of them are spherical or ovoid
with 80-120 nm diameter. However, other forms including
long filamentous particles (up to 2000 nm long x 80-120
nm in diameter) are also known. [1, 2] The outer surface of
the particle consists of a lipid envelope with prominent
glycoprotein spikes of two types (haemagglutinin (HA), a
135Å trimer and neuraminidase (NA), a 60Å tetramer). The
inner side of the envelope is lined by a matrix protein. [1]
The H5N1 sub-type is the pathogenic avian viral sub-type
that has been documented to cause an outbreak of
respiratory disease in humans. [3] Earlier studies revealed
that chickens infected with the H5N2 virus failed to show
evidence of human infection.

slaughtering of all poultry in Hong Kong. However, a new
genotype of the virus (H5N1) emerged at poultries, in Hong
Kong during 2000 and 2001. Moreover, in 2003, a novel
H5N1 sub-type of influenza virus killed one of two infected
humans. The virus transmitted to humans during this
outbreak is lethal in chickens. An outbreak of highly
pathogenic avian influenza A (H5N1) has recently spread
among poultries in South East Asian countries. Moreover,
the H5N1 infections caused about 52 human deaths in
Vietnam, Thailand, and Cambodia from January 2004 to
April 2005. [8]
Fortunately, the transmission of avian influenza virus
between humans with a potential to cause a pandemic is not
known yet. However, the devastating affects of the H5N1
virus on poultry holdings, and hence on economics and
food supply and the possible threat of a pandemic outbreak
are eminent. [9] Nonetheless, these viruses lack the ability
to ‘hop’ easily between human. It should be noted that
these viruses could effectively change their genome during
evolution and thereby acquire the potential ability to spread
among humans. Hence, the present situation warrants the
need for immediate disease management control measure
implementation using good surveillance plans throughout
the globe.

During the past 6 years, infection of humans with avian
influenza viruses of three subtypes (H5, H7, and H9) has
been detected on multiple occasions. [4, 5] In 1997, H5N1
avian influenza viruses transmitted from birds to humans
were reported in Hong Kong causing a death toll of 6 in 18
infected persons. [6, 7] Eradication measures were taken by
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